. Structure of p47 phox that crystallized as a domain swapped dimer (PDB 1NG2). The domain swapped monomer is shown in blue with the symmetry-related molecule that was used to create the biologically relevant monomer in grey. Residues 198-201 of the distal loop, which where modelled to create the biological monomer are highlighted in yellow. Table 2 ). In licorice (yellow) the residues of the PBR/AIR region are shown. respectively. The distance between residues is calculated as the minimum distance over all the atom pairs. The colour scale ranges from red (low conservation) to blue (high conservation).
